
Mnemonic Protein name 

ALB Serum albumin 

AZGP1 Zinc-alpha-2-glycoprotein 

SPP1 Osteopontin 

H2A (10) Histone 

IG (12) Immunoglobulin 

KRT (11) Keratin 
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Introduction 

Aim 
To detect the similarity of EBC protein 

composition to that of lung cancer tissue. 
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 Mnemonic Protein name 

AACT Alpha-1-antichymotrypsin  

TRFL Lactotransferrin  

DPYL5 Dihydropyrimidinase-related protein 5  
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Conclusion 
As a result of comparison of protein composition of EBC to proteins 

overexpressed in lung cancer tissue, there were found 36 identities on 
the gene level (Тable 1) and 3 on the tissue level (Тable 2). Some of 
them are known as associated with lung cancer, according to data from 
PubMed articles. 

Table 2. Proteins, same for EBC and lung cancer tissue 

Lung cancer is the most common malignant tumor 
and is known for its very high death rate among cancers. 
Unlike many other types of tumors, there are no 
effective screening programs for lung cancer.  

Peptide and protein analysis of exhaled breath 
condensate (EBC) is a perspective method of  
early diagnostics of lung cancer. The process of 
EBC collection is non-invasive, easy to perform 
and may be repeated many times without  
any side effects. 
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